
The Centre continues to have a world-class research publication output as demonstrated by the 
following 276 publications including papers in Cell (1), Cancer Cell (1), Nature (5), Nature Genetics (4), 
Nature Structural Biology (1), Nature Immunology (2),  and Proc. Nat. Acad. Sci. (2).  These 
publications have been listed by research area and then research group for the period October 2001 – 
September 2002.  Publications coloured in grey indicate collaborations between Centre scientists and 
the primary location of the publication is numbered, and indicated in black, under the group head who is 
senior or corresponding author. 
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